
Input; Set : A:\Pto.amc 

Output; Set: N:\CRF3\12282000\I728911.raw 



4 <110> APPLICANT; Pros ne 11, Scott R. 

5 Xu, Weni'eng 

6 Kindsvogel , Wayne 

7 chen^ Zlii 

9 <120> TITLE OF INVENTION: Human Cytokine Receptor 
11 <130> FILE REFERENCE: 99-93 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/09/728,911 
C--> 13 <141> CURRENT FILING DATE: 2000-12-01 

13 <150> PRIOR APPLICATION NUMBER: US 60/169,049 

14 <.15.1> PRIOR FILING DATE: 1999-12-03 

16 ^150> PRIOR APPLICATION NUMBER: US 6 0/2 32,219 

17 <151> PRIOR FILING DATE: 2000 -09-13 

19 <150> PRIOR APPLICATION NUMBER: US 60/244,610 

20 <.151> PRIOR FILING DATE: 2000-10-31 
22 <160> NUMBER OF SEQ ID NOS : 36 

24 <170> SOFTWARE: FastSEQ for: Windows Version 3.0 
26 <210> SEQ ID NO: 1 

2 7 <2"U> LENGTH : 2149 

28 <212> TYPE: ON A 

29 <213> ORGAN T SM : Homo sapiens 

31 <2 20> FEATURE: 

32 <2 21> NAME/KEY : CDS 

3 3 <2 22> LOCATION : < 1 ) . . . ( 6 93 ) 
35 <400> SEQUENCE: 1 



36 


atcj 


atg 


cct 


aaa 


cat 


tgc 


ttt 


eta 


qgc 


ttc 


etc 


ate 


agt 


ttc 


ttc 


ctt 


4 8 


37 


Met 


Met. 


Pro 


Lys 


H i s 


Cys 


Phe 


Leu 


Gly 


Phe 


LOU 


He 


Ser 


Phe 


Phe 


Leu 




38 


"1 








5 










10 










1 5 






40 


act 


g o t 


gta 


qca 


gga 


act 


cag 


tea 


acg 


ca t 


9^9 


tct 


ctg 


aag 


cct 


cag 


96 


41 


Thr 


Gly 


Val 


A} a 


Gly 


Thr 


Gin 


Ser 


Thr 


ft is 


Glu 


Ser 


Le u 


Lys 


Pro 


G 1 n 




4 2 








20 










2 5 










.50 








44 


a go 


gta 


caa 


ttt. 


cag 


tec 


eg a 


a at 


ttt 


cac 


aac 


a tt 


ttg 


caa 


t-gg 


cag 


1 4 A 


4 5 


Arg 


Val 


Gin 


Phe 


Gl. n 


Ser 


Arg 


Asn 


Phe 


His 


Asn 


I le 


Leu 


Gin 


Trp 


Gin 




46 






3 5 










4 0 










45 










48 


cct 


ggg 


ay 9 


gca 


ctt 


act 


ggc 


aac 


age 


ag t 


gtc 


tat 


ttt 


gtg 


cag 


tac 


192 


4 9 


P ro 


Gly 


Arg 


Ala 


Leu 


Thr 


Cly 


Asn 


Ser 


Ser 


Va I 


Tyr 


Phe 


Val 


Gl n 


Tyr 




50 




50 










5 5 










60 












52 


aaa 


a td 


tclt 


qqa 


cag 


aga 


c<ia 


tgg 


a a a 


a at 


aaa 


gaa 


gac 


tgt 


tgg 


ggt 


240 


5 3 


Lys 


lie 


Tyr 


Cly 


Gin 


Arg 


Gin 


Trp 


Lys 


Asn 


Lys 


Glu 


Asp 


Cys 


Trp 


Gly 




54 


65 










70 










75 










80 




5 6 


act 


caa 


9 a a 


etc 


tct 


tgt 


gac 


ctt 


ae c 


agt 


gaa 


acc 


tea 


gac 


a ta 


ca g 


28 8 


57 


Thr 


Gin 


Glu 


Leu 


Ser 


Cys 


Asp 


Leu 


Thr 


Ser 


Gl u 


Thr 


Ser 


Asp 


He. 


G In 




58 










8 5 










90 










95 






60 


gaa 


cct 


tat 


tac 


ggg 


agg 


gtg 


agg 


geg 


gec 


teg 


get 


ggg 


age 


tac 


tea 


3 3 6 


61 


Glu 


Pro 


Tyr 


Tyr 


Gly 


Arg 


Val 


Arg 


A.la 


Ala 


Ser 


Ala 


Gly 


Ser 


Tyr 


Ser 




62 








100 










105 










110 








6 4 


gaa 


t-gg 


age 


atg 


a eg 


ccg 


egg 


t Lc 


act 


ccc 


tgg 


tgg 


gaa 


aca 


aaa 


ata 


384 


6 5 


Glu 


Trp 


Ser 


Met 


Th r 


Pro 


Arg 


Phe 


Thr 


Pro 


Trp 


Trp 


Glu 


Thr 


Lys 


He 
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RAW SEQUENCE LISTING 

PAT KNT APPLI CAT XQll : US/09/728,911 



DATE: ,12/28/2000 
VI ME: 13: A 5: 22 



Input; Set : A:\Pto.amc 

Output Set: N:\CRF3\12282000\I728911.raw 



66 

68 

6 9 

70 

72 

73 

74 

76 

7? 

78 

80 

81 

82 

84 

85 

86 

88 

89 

90 

92 

93 

94 

9t> 

97 

98 

99 

100 

101 

102 

103 

1 04 

'1 05 

106 

107 

.1 0 8 

109 

1 10 

111 

1 12 

113 

1.14 

115 

116 

117 

118 

1 19 

121 

1 22 

123 



115 120 125 

9 at cot era g ic acq aat ata aco caa gtc ant ggc tct ttg ttg gta 

Asp Pro Pro Val Met Asn He Thr Gin Val Asn Gly Ser Leu Leu Val 

130 .135 140 

att etc cat get cca a at. tta rca tat aga tac caa aag gaa aao aat 



\rg Tyr Gin Lys Glu Lys Asn 
155 16 0 



11c Leu His Ala Pro Asn Leu Pro Tyr 
1.4 5 150 
gta tct. a La gaa "gat lac tat gad eta eta tac cga gtt ttt ata att 
Val Ser lie Glu Asp Tyr Tyr Giu Leu Leu Tyr Arg Val Phe J le. lie 

.165 170 175 

aac aaL tea eta gaa aag gag caa aag gtt tat gaa ygg get cac aga 
Asn Asn Ser Leu Glu Lys Glu Gin Lys Val Tyr Glu Gly Ala His Arg 

180 185 190 

gcg gtt gaa att gaa get eta aca cca cac tec age tac tgt. gta gtg 
Ala Val GLu lie Glu Ala Leu Thr Pro His Ser Ser Tyr Cys val Val 

195 200 205 

get gaa ata tat cag cce atg tta gac aga aga agt eag aga agt gaa 
Ala Glu lie; Tyr Gin Pro Met Leu Asp Arg Arg Ser Gin Arg Ser Glu 

210 215 220 

gag aga tgt gtg gaa att cca tgacttgtgg aatttggcat teagcaatgt 
Glu Arg Cys Val Glu fie Pro 
225 230 

ggaaatteta aagctccctg agaaeaggat gactcqtgtt tgaaggatet tatttaaaat 
tgtttttgta tttlcttaaa gcaatattea cLgtLaeaco ttggggactt clttgtttat 
coat tct ttt atcctttata tttcatttta aactatattt gaaegacatt cccccegaaa 
aattgaaatg taaagatyag geagagaata aagtgtteta tgaaatteag aactttattt 
etgaatgtaa catccctaat aacaaccttc attcttr t aa taeagcaaaa taaaaattta 
acaaccaagg aatagtattt aagaaaatgt tgaaataatt tttttaaaat agcattacag 
actgaggegg tcetgaagca atggttttte aetctcttat tgagecaatt aaattgacat 
tgctttgaca atttaaaact totataaagg tgaatatttt tcatacattt ctattttata 
tgaatataot tt tta La tat tta t tat. tat taaatatttc tacttaatga atcaaaattt 
tgtt ttaaaq tctaetttat gtaaataaga a cag gtt ttg gggaaaaaaa tct t atg att 
tctggottga tatctgaatt a a a acta tea aoaacaagga agtetactct gtaeaattgt 
ecctcattta aaagatatat taagcttttc ttttctgttt gtttttgttt tgtttagttt 
ttaatcctgt cttagaagaa cttaLcttta ttctraaaat taaatgtaat ttttt.tagtg 
a caa aga aga naggaaacct cattactcaa tccttctgge caagagtgtc tf.gcttgtgg 
cqccttccte atctctatat aggaggatcc catgaatgat ggtttattgg gaactgctgg 
ggtcgacccc atacagagaa ctcagettga atfetggaagc acacagtggg tageaggaga 
aggaceggtg ttggtaggtg ectacagaga ctatagagot agacaaagee ctceaaaetg 
geccctcctg ctcactgcet ctectgagta gaaatctggt gacctaaggc tcagtgcggt 
caacagaaag otgecttett cacttgaqgc taagtcttca tat a tgt tta aggttgtctt 
tctagtgagg agatacatat cagagaacat ttgtacaatt ccceatgaaa attgetceaa 
agttgataac aatatagtcg gtgcttct.ag ttatatgcaa gtactcagtg ataaatggat 
taaaaaalat tcagaaatgt attggggggt ggaggagaat aagaggcaga gcaagageta 
gagaattggt ttccttgett ccctgtatgc tcagaaaaca ttgatttgag catagacgea 
gagactgaaa aaaaaaaaat getcgagegg ccgceatatc cttggt 
<210> SEQ ID NO: 2 
<2f!> LENGTH: 231 
<2I2> TYPE: PRT 



4 32 



'4 8 0 



576 



624 



S72 



723 



783 

84 3 

903 

963 

1023 

1083 

114 3 

1203 

126 3 

1323 

1383 

14 4 3 

150 3 

156 3 

1623 

1583 

1743 

18 03 

1863 

] 923 

1983 

2043 

2103 

2149 
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RAW SEQUENCE LISTING DATE: 12/28/2000 

PATENT APPLICATION: US/09/728,911 TIME: 13:45:22 

Input Set : A:\Pto.amc 

Output Sot: N:\CRF3\12282000\l728911.raw 

124 <2t3> ORGANISM: Homo sapiens 
12b <4 00> SEQUENCE: 2 



127 


Met 


Met 


Pro 


Lys 


His 


Cys 


Phe 


Leu 


Glv 


Phe 


Leu 


rle 


Sar 


Phe 


Phe 


Leu 


128 


1 








5 










10 










15 




130 


Thr 


Gly 


Val 


Ala 


Gly 


Thr 


Gin 


Ser 


Thr 


His 


Glu 


Ser 


Leu 


Lys 


Pro 


Gin 


131 








20 










25 










30 






132 


Art] 


Veil 


Gin 


Phe 


Gin 


Se r: 


Arq 


Asn 


Phe 


H is 


Asn 


He 


Le u 


Gin 


Trp 


Gin 


133 






35 










4 0 










4 5 








134 


Pro 


Gly 


Arq 


Ala 


Lieu 


Ihr 


G ly 


Asn 


Ser 


Ser 


val 


Tyr 


Phe 


Val 


Gin 


Tyr 


135 




50 










5 5 










60 










136 


Lys 


lie 


Tyr 


Gly 


Glu 


Ary 


Gin 


Trp 


Lys 


Asn 


Lys 


Glu 


Asp 


Cys 


Trp 


Giy 


137 


6 5 










7 0 










75 










BO 


138 


Thr 


Gin 


Glu 


LGU 


Ser 


Cys 


Asp 


Leu 


Thr 


Ser 


Glu 


Thr 


Ser 


ASp 


lie 


Gin 


139 










85 










90 










95 




140 


Glu 


Pro 


Tyr 


Tyr 


Gly 


Ary 


Val 


Ary 


Ala 


Ala 


Ser 


Aid 


Gly 


Ser 


Tyr 


Ser 


141 








100 










1 05 










110 






14 2 


Glu 


Trp 


Ser 


Met 


Thr 


Pro 


Ary 


Phe 


Thr 


Pro 


Trp 


Trp 


Glu 


Thr 


Lys 


.1 le 


143 






115 










120 










12 5 








1 4 4 


Asp 


Pro 


Pro 


va 1 


M fit- 


Asn 


1 1 e 


Thr 


G 1 n 


Val 


Asn 


Gly 


Ser 


Leu 


Leu 


va 1 


14 5 




130 










135 










140 










146 


He 


Leu 


H is 


Ala 


Pro 


Asn 


Leu 


Pro 


Tyr 


Ary 


Tyr 


Gin 


Lys 


Glu 


Lys 


Asn 


1.4 7 


14 5 










J 5 0 










15 5 










16 0 


148 


Val 


Ser 


lie 


Glu 


hsp 


Tyr 


Tyr 


Glu 


Leu 


Leu 


Tyr 


Arg 


Val 


Plie 


Tie 


lie 


14 9 










165 










170 










175 




150 


Asn 


Asn 


Ser 


Leu 


Glu 


Lys 


Glu 


Gl n 


Lys 


Val 


Tyr 


Glu 


Gly 


Ala 


His 


Arq 


1.51 








1 H 0 










185 










190 






I 52 


A] a 


Val 


Gl u 


I le 


C hi 


Ala 


Leu 


Thr 


Pro 


Hi s 


Ser 


Ser 


Tyr 


Cys 


Val 


Va 1 


153 






195 










2 0 0 










205 








154 


Ala 


Glu 


.1 le 


Tyr 


G 1 n 


P r/o 


Met 


Leu 


ASp 


Arq 


Ary 


Ser 


Gin 


Arg 


Ser 


Glu 


155 




210 










215 










22 0 










156 


Glu 


Arq 


Cys 


Val 


Glu 


He 


Pro 




















157 


225 










230 






















1 59 


<2iu; 


> seq rn 


NO: 


3 
























1 6 0 


<211> LENGTH 


693 

























.161 <212> TYPE: DNA 

162 <213> ORGANISM: Artificial Sequence 

164 <22 0> FEATURE: 

16 5 <223> OTHER INFORMATION: This degenerate nucleotide sequence encodes the 

166 amino acid sequence of SEQ ID NO : 2 . 

168 < 2 2 1 > NAME/KE Y : m i s c_ f G a t u re 

169 <222> LOCATION: (1)...(693) 

1.70 <223> OTHER INFORMATION: n - A,T,C or G 

172 <400> SEQUENCE: 3 



w- 


- > 


173 


atgatgeena 


arcaytgytt 


yytnggntty 


ytnathwsnt 


tyttyytnac 


nggngtngcn 


60 


w- 


- > 


174 


ggnacncarw 


snaencayga 


rwsnytnaar 


cencarmgng 


tnearttyea 


rwsnmgnaay 


120 


w- 


- > 


175 


ttycayaaya 


thytneartg 


gcarccnggn 


mgngenytna 


cnggnaayws 


nwsngtntay 


180 


w- 


- > 


176 


ttygtncart 


ayaarathta 


yggncarmgn 


cartggaara 


ayaargarga 


ytgytggggn 


240 


w~ 


- > 


177 


aencargary 


tnwsntgyga 


yytnacnwsn 


garacnwsng 


ayathcarga 


rccntaytay 


300 


w- 


- > 


178 


ggnmgngtnm 


gngcngcnws 


ngcnggnwsn 


taywsngart 


ggwsnatgac 


neenmgntty 


360 
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RAW SEQUENCE LISTING DAT 1:1 : 12/2 8/2000 

PATENT APPLICATION: US/09/7 2 8,911 TIME: 13:45:22 

Input: Set : A:\Pto.amc 

Output Set: N:\CRF3\12282000\l728911.raw 



VI— > 17 9 acnccrvtggt gggaracnaa rathgayccn. ccngtnatga ayathacnca xgtnaayggn 4 20 

W--> 180 wsnytnytng tnathytnca ygcnccnaay ytnccntaym gntaycaraa rgaraaraay 480 

W~-> 181 gtnwsnathg argaytayta ygarytnytn taymgngtnt tyathathaa yaaywsnytn 54 0 

W--> 182 garaargarc araargtnta ygarggngcn caymgngcng tngarathga rgcnytnacn 600 

W--> 183 ccncaywsnw sntaytgygt ngtngcngar athtaycarc cnatgytnga ymgnmgnwsn 660 



W--> 184 carmgnwsng argarmgntg ygtngarath ccn 

18 6 <210> SEQ ID NO: 4 
187 <21'J.> LENGTH: 1.6 
13 3 <212> TYPE: PRT 

18 9 <213> ORGANISM: Artificial Sequence 

191 <220> FEATURE: 

192 <223> OTHER INFORMATION : Peptide linker. 
194 <4 00> SEQUENCE: 4 

19 5 Gl.y Gly Ser Gly Cly ser Gty Gly Gly Gly Scr Gly Gly GAy GJ.y Ser 
196 15 10 15 

198 <2.10> SEQ 10 NO: 5 

19 9 <211> LENGTH: 6 99 

20 0 <^212> TYPE: DNA 

201 <213> ORGANISM: Homo sapiens 
20 3 <4U0> SEQUENCE: 5 



204 gagcccayat cttc'aqacaa aactcaeaca tgcceaecqt gcccagcacc tgaagccyag 60 

205 ggggcaccgt cagtettcet cttce-cccca aaacccaagg acacccteat. gat.etoccgg 120 

206 acccctgagg tcacatgcgf ggtgytggac gtgagccacg aaqaccetqa ggteaaqttc 180 
20 7 aaotgytacg tgyacggeqt ggaggtgeat aatgccaaqa caaagcegeg ggaggagcag 24 0 
20B tacaacaqca cgtaccgtgt ggtcagcgtc ctcaccgtoc Lgcaccaqga ctggctgaat 300 

209 qgcaaggagt acaagtyeaa ggtctccaae aaaqccct.cc- calcctccat ogagaaauce 360 

210 a tct.ccaaag ccaaaqgqca gnccrgagaa coacagqtqt. acacoctgcc cocatcecqg 420 

211 gatgaqctga ceaayaacca ggtcagccty acctgcotqy tcaaaqgctt ctateccaqc 4 B0 

212 gacatcgccg tggagtggga gagcautggg cageeggaga acaact.acaa gaecacgeet 540 

213 eccgLgctgg actccgacgg otcettcLtc ctctacagca agctoaecgt gqacaaqugc 6 00 

214 aggt.ggcagc aggqgaacgr cttcl.caLgc tccgt.galyc at.gaggcLct. gcacaaccac 66 0 

215 tacacycaga agaqectctc cctgtctccy ggtaaat.aa 699 



21 7 <210> SEQ ID NO : b 

218 <2I1> LENGTH: 3 2 

219 <212> TYPE: DNA 

220 <2I3> ORGANISM: Artificial Sequence 
222 <22 0> FEATURE: 

22 3 <2 2 3> OTHER INFORMATION: oligonucleotide primer ZC29131 
225 <4 0 0> SEQUFNCE: 6 

22 6 gcggatccac tc ay tea acq catgagtctc tg 32 
22 8 <2.10> SEQ ID NO: 7 

22 9 <211> LENGTH: 3 3 
230 <212> TYPE; DNA 

2 31 < 2 1 3 > o RG AN I SM : Ar t i l i. c ial Sequence 

23 3 <2 20> FEATURE: 

234 <223> OTHER INFORMATION: Oligonucleotide primer ZC29182 
23 6 <4 00> SEQUENCE: 7 

23 7 gcagat.ctLg gaatttccac acatctctct tea 3 3 

239 <210> SEQ ID NO : 8 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/728,911 



DATE: .12/28/2000 
TIME: 13:45:22 



Input; Set : A:\Pto.amc 

Output Set: N:\CRF3\12282000\I728911.raw 



24 0 <211> LENGTH: 108 

241 <2I2> TYPE: UNA 

24 2 <213> ORGANISM: Homo sapiens 

24 4 <2 2 0> b'EATUKE: 

24 5 <221> NAME/KEY : CDS 

2 4 6 <222> LOCATI ON : (!.)...< 108 ) 

248 <400> SEQUENCE: 8 

24 9 arg gat gea atg aaq aqa qgq etc tgc t:gr qtg ctg ctg ctq tqt qgc 

250 Met Asp Ala Met Lys Arg Gly Leu Cys Cys val Leu Leu Leu Cys Gly 

251 1 5 10 15 

253 gcc qLc ttc qt.t Leg etc age cag qaa ate cat gec gag LLq aqa cge 

2 54 Ala Val Phe Val Ser Leu Ser Gin Glu He His Ala Glu Leu Arg Arg 

255 20 25 30 

2 57 ttc cgr aqa tec 

2 59 Phe Arg Arg Ser 

26 0 35 

262 <210> SEQ TO NO: 9 

26 3 OUl> LENGTH: 36 

264 --,21 2> TYPE: PRT 

26 5 <213> ORGANISM: Homo sapiens 

26 7 <4 0 0> SEQUENCE: 9 

26 8 Met Asp Ala Met Lys Arg Gly Leu Cys Cys Va.l Leu Leu Leu Cys Gly 

269 1 5 .10 . 15 

270 Ala Val Phe Val Ser Leu Ser Gin Glu He His Ala Glu Leu Arg Arg 

271 20 25 30 

272 Phe Arg Arg Ser 

27 3 35 

27 5 <210> SEQ TD NO: 10 

2 76 <211> LENGTH: 6 

277 <2 12> TYPE: PRT 

278 <213> ORGANISM: Artificial Sequence 

280 <2 20> FEATURE: 

2 8 1 < 2 2 3 > OT HER T NFQ R W AT I O M : G 1 u -G3 u ( C E E ) Ta gam i no acid se q u c n c e 

28 3 <4 00> SEQUENCE: 10 

284 Glu Tyr Met Pro Met Glu 

285 1 5 
287 <210> SEQ TD NO: 11 
28 8 <211> LENGTH: 8 

28 9 <212> TYPE: PRT 

290 <213> ORGANISM: Artificial Sequence 

29 2 <22 0> FEATURE : 

29 3 <22 3> OTHER INFORMATION: FLAG Tag amino acid sequence 

295 <.400> SEQUENCE: 11 

296 Asp Tyr Lys Asp Asp Asp Asp Lys 

297 1 5 
29 9 <210> SEQ ID NO: 12 

3 00 <211> LENGTH: 6 

301 <212> TYPE: PRT 

302 <213> ORGANISM: Ar Li f" ic i.a .1 Sequence 



48 
96 
108 
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VERIFICATION SUMMARY DATE: .12/2 8/2000 

PAT KNT AP P L I CAT I'O ff : US/ 09/728,911 T T MK : 13:45:23 

Input Set : A:\Pto.amc 

Output. Set: N:\CRF3\122 82000\i728911.raw 

L:13 M:270 C: Current. Application Number dil'fors, Replaced Current Application No 
L : 1 3 M : 27 1 C : Cu rrcnt Fii i tig Da to d X t t'ors , Replaced Cur ren L Piling Da Lc 





173 


M 


341 


W 


(46) 


" n " 


or 


" Xa a " 


used , 


f or 


sac 


ID 4 


3 


1 


174 


M 


341 


w 


(40) 


"n " 


or 


"Xaa" 


used, 


lor 


Sh'O 


,L DV 


3 


L 


175 


M 


341 


w 


(46) 


ti £i .i 


or 


"Xaa " 


used, 


for 


SEQ 


TD* 


A 


L 


176 


M 


341 


w 


(46) 


" El " 


or 


"Xaa " 


used , 


lor 


SEQ. 


lDi< 


3 


J., 


177 


M 


341 


w 


(46) 


r, a ,, 


or 


"Xaa" 


used , 


for 


SKQ 


1D# 


3 


L 


178 


M 


341 


W 


(46) 


r- n ti 


or 


"Xaa " 


used, 


for 


SBO 


IDS 


3 


J.. 


179 


M 


341 


w 


(46) 


" li " 


or 


"Xaa " 


used, 


.Cor 


SEQ 


ID ft 


3 


L 


130 


M 


341 


w 


(46) 


" 11 " 


or 


"Xaa" 


used, 


for 


SEO 


ID if 


3 


L 


131 


M 


341 


w 


(46) 


II n « 


or 


"Xaa" 


used, 


for 


SEQ 


ID* 


3 


r. 


lfi2 


M 


341 


w 


(46) 


It n it 


or 


"Xaa" 


used , 


for 


SEO 


IDA 


3 


L 


183 


M 


341 


w 


(46) 


"u " 


or 


"xaa" 


used, 


for 


S kQ 


.IDS 


3 


L 


'184 


M 


341 


w 


(46) 


" n " 


or 


" Xa a " 


used , 


for 


SEQ 


ID# 


3 
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OIPE 



Input Set : 
Output. Set: 



A:\99-93 .SEQ.txt 
N:\CRF3\1214 20 00\I72 8911.raw 



4 <I10> 
5 



7 
9 
11 



<120> 
<130> 



C--> 13 <140> 

C--> 13 <141> 

13 <150> 

14 <15'1> 

16 <15 0> 

17 <151> 

19 <150> 

20 <151> 
22 <160> 
24 <170> 



APPLICANT: Presnell, Scott R. 
Xu, Wenfeng 
Kindsvogei, Wayne 
Chen, Shi 

TITLE OF INVENTION: Human Cytokine Receptor 
FILE REFERENCE: 99-93 

CURRENT APPLICATION NUMBER: US/09/72 8,911 
CURRENT FILING DATE: 2000-12-01 

PRIOR APPLICATION NUMBER: US 60/169,049 

1999- 12-03 
NUMBER: US 60/2 32,219 

2000- 09-13 

PRIOR APPLICATION NUMBER: US 60/24 4,610 
PRIOR FILING DATE: 2000-10-31 
NUMBER OF SEQ ID NOS : 36 

SOFTWARE: FastSEQ for Windows Version 3.0 



Does Not Comply 
Corrected Diskette Needec 



PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 



ERRORED SEQUENCES 

948 <210> SEQ ID NO: 36 

94 9 <2'11> LENGTH: 211 

950 <212> TYPE: PRT 

951 <213> ORGANISM: Homo sapiens 

95 3 <4 00> SEQUENCE: 36 



954 


Ser 


Asp 


Ala 


His 


Giy 


Thr 


Glu 


Leu 


Pro 


Ser 


Pro 


Pro 


Ser 


Val 


Trp 


Ptie 


95 5 


I 


















10 










15 




956 


Glu 


Ala 


Glu 


Phe 


Phe 


His 


His 


He 


Leu 


His 


Trp 


Thr 


Pro 


He 


Pro 


Asn 


957 








20 










25 










30 






958 


Gin 


Ser 


GUi 


Ser 


Thr 


Cys 


Tyr 


Glu 


Val 


Ala 


Leu 


Leu 


Arg 


Tyr Gly 


lie 


959 






35 










40 










45* 








960 


Glu 


Ser 


Trp 


Asn 


Ser 


lie 


Ser 


Asn 


Cys 


Ser 


Gin 


Thr 


Leu 


Ser 


Tyr 


Asp 


961 




50 










55 










60 










962 


Leu 


Thr 


Ala 


Val 


Thr 


Leu 


ASp 


Leu 


Tyr 


His 


Ser 


As n 


Gly 


Tyr 


Arg 


Ala 


963 


65 










70 










7 5 










80 


964 


A r."9 


Val 


Arg 


Ala 


Val 


ASp 


Gly 


Ser 


Arg 


His 


Ser 


Asn 


Trp 


Thr 


Val 


Thr 


965 










85 










90 










95 




966 


Asn 


Thr 


Arg 


Phe 


Ser 


Val 


Asp 


Glu 


Val 


Thr 


Leu 


Thr 


Val 


Gly 


Ser 


Val 


967 








100 










105 










lib 






968 


Asn 


Leu 


Glu 


lie 


His 


Asn 


Gly 


Phe 


He 


Leu 


Gly 


Lys 


He 


Gl n 


Leu 


Pro 


969 
















120 










12 5 








970 


Arg 


Pro 


Lys 


Met 


Ala 


Pro 


Ala 


Asn 


Asp 


Thr 


-Tyr 


Glu 


Ser 


He 


Phe 


Ser 


971 




130 










135 










1 4 0 










972 


His 


Phe 


Arg 


Glu 


Tyr 


Glu 


He 


Ala 


He 


Arg 


Lys 


Val 


Pro 


Gly 


Asn 


Phe 


973 


:i45 










150 










155 










160 


974 


Thr 


Plie 


Thr 


His 


Lys 


Lys 


Val 


Lys 


His 


Glu 


Asn 


Phe 


ser 


Leu 


lieu 


Thr 


975 










165 










17 0 










17 5 





[ 
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RAW SEQUENCE LISTING DATE: .12/18/2000 

PATEN T A PPLICATIO N : US/ 09/728,911 TIM E : 12:36:02 

Ifipul Set : A:\99-93.SEQ.txt 

Output Set: N:\CRF3\12142000\l728911.raw 

976 Ser Gly Glu val Gly Clu Phe Cys Val Glu Val Lys Pro Ser Val Ala 

977 180 :i 8 5 190 

978 Ser Arg Ser Asti Lys Gly Met Trp Ser Lys Glu Glu Cys He Ser Leu 
9 79 195 20 0 20 5 

980 iThr Arg Gin 
9Qlpi 210 
E--> 98711} 
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VERIFICATION SUMMARY DATE : .12/18/2000 

PATENT APPLICATION: US/09/72 8,911 TIME: 12:36:03 

Input; Set : A:\99-93.SEQ.txt 

Output Set: N:\CRF3\12142000\I728911.raw 

L:13 M:270 C: Current Application Number differs, Replaced Current Application No 
L:I3 M:27'l C: Current Filing Date differs, Replaced Current Filing Date 



L 


173 


M 


341 


W 


(46) 


" n " 


or 


"Xaa " 


used, 


for 


SBO 


ID* 


: 3 


L 


174 


M 


341 


W 


(46) 


" n " 


or 


"Xaa " 


used, 


for 


SEQ 


1"D# 


3 


L 


.175 


M 


341 


W 


(4G) 


n fJ 


or 




used/ 


for 


SEQ 


ID# 


3 


L 


176 


M 


341 


W 


(46) 


" E l " 


or 


"Xaa " 


used/ 


for 


SKQ 


IDJF 


3 


L 


177 


M 


341 


W 


(46) 


" n n 


or 


"Xaa 0 


used, 


for 


SEQ 


IDff 


3 


L 


178 


M 


341 


W 


(46) 


ii n » 


or 


"Xaa" 


used, 


for 


SEO 


IDs 


3 


L 


179 


M 


341 


W 


(4C) 


" n " 


or 


"Xaa" 


used. 


for 


SEQ 


ids 


3 


L 


180 


M 


341 


W 


(46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


TDjf 


3 


L 


181 


M 


341 


W 


(46) 


II n M 


or 


"xaa" 


used, 


for 


SEQ 


IDS 


3 


I 


182 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


IDi? 


3 


L 


183 


M 


341 


w 


(46) 


" n " 


or 


"Xaa " 


used , 


for 


SEQ 


ID ft 


3 


L 


184 


M* 


341 


w 


(46) 


ii n n 


or 


"Xaa" 


used , 


for 


SEQ 


i!D# 


3 


L 


987 


M: 


332 


E 


(32) 


Invalid/Missing Amino Acid 


Numbering , 
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